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I am a researcher teacher at the University of RENNES at UFR health, life and 

environment, attached to a Genetics/Genomics research team. 
I teach molecular biology and bioinformatics  

Since 2008, I have been working at the Institute of Genetics and Development 

(IGDR) UMR6290 in France under the direction of Prof. Francis Galibert. My 

work has focused on the comparative analysis of the genomes of eukaryotic 

species by hybrid irradiation mapping. This mapping has enabled the assembly 

of genomes. As a result of this project, which is part of a large international 

consortium (Broad Institute). I identified the receptor olfactory (OR) gene 

repertoire of five species of the cichlid family by bioinformatics methods. 

  I performed Bioinformatics analyzes of large high-throughput NGS (Next 

Generation Sequencing) sequence files (RNAseq). 

I acquired a solid analytical expertise in bioinformatics with several tools for 

bioinformatics. 

For two years I have also participated in the activities of the CRB platform, 

directed by Dr Catherine André. This involves sample preparation, quality 

controls, improvement of practices and installation of quality standards. 
 



Currently I am analyzing the profile of the OR transcriptome in human in the 

olfactory epithelium and in particular those expressed in spermatozoa under the 

hypothesis that they have a role in the remote recognition of the ovum and that 

in certain cases of sterility would result from the mutation of the olfactory 

receptor gene(s). another project in collaboration with a cancerology hospital in 

paris is underway 
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